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Supplement E

Recommendation 4: In symptomatic individuals with LRTI suspected of having COVID-19, which

of the different specimen types (upper vs lower sampling) should be used [i.e., will specimen

type (upper vs lower sampling) affect the diagnostic accuracy of the test]?

Figure s4. Forest plots of bivariate pooling of the DTA results from the seven studies
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Table s10. GRADE Evidence Profile of Test Accuracy Results for Prevalence/Pre-Test Probability of 40% and 80% for URT vs LRT Sampling (7

studies)
Upper respiratory tract sample Lower respiratory tract sampling
Sensitivity 0.57 (95% Cl: 0.42 to 0.71) 0.81 (95% Cl: 0.73 to 0.86)
Specificity 1.00 (95% Cl: 0.99 to 1.00) 1.00 (95% CI: 0.99 to 1.00)

Effect per 1,000 patients tested
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classified as having

COVID-19) 0 fewer FP in URT 0 fewer FP in URT

sampling sampling

Explanations: This table is based on applying the sensitivity and specificity estimates to calculate True and false positives and negatives in a hypothetical
population of 1000 individuals

a. The case-control design leads to a serious study population bias.

b. The Fengting Y. (2020) study showed results as the number of samples and not the number of patients.

c. There was no direct evidence comparing the accuracy of a strategy with starting with upper sample and then conducting a lower sample if the upper
sample is negative. Additionally, studies reported test accuracy results but did not report on patient-important and population-important outcomes
based on the results.

There is serious unexplained heterogeneity.

Considering the upper vs lower limits of the sensitivity's confidence interval would lead to different clinical decisions.
A very low number of patients.

Typically seen in patients meeting clinical definition for COVID-19 who were hospitalized.

Typically seen in patients meeting clinical definition for COVID-19 who were admitted to intensive care units.
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Figure s5. Forest plots of sensitivity for upper and lower respiratory tract sampling

Forest Plot of sensitivity pooled by proportion for the URT sampling from the 3 cohort studies.
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Forest Plot of sensitivity pooled by proportion for the LRT sampling from the 3 cohort studies.
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Table s11. GRADE Evidence Profile of Test Accuracy Results for Prevalence/Pre-Test Probability of 40% and 80% for URT vs. LRT Sampling (3
studies)

Upper respiratory tract sample Lower respiratory tract sampling
Sensitivity 0.76 (95% Cl: 0.51 to 1.00) 0.76 (95% Cl: 0.51 to 1.00)
Specificity 1.00 (95% Cl: 0.99 to 1.00) 1.00 (95% Cl: 0.99 to 1.00)

Effect per 1,000 patients tested
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ggsj'l'g‘ffga)s jaing 0 fewer FP in URT 0 fewer FP in URT
sampling sampling

Explanations: This table is based on applying the sensitivity and specificity estimates to calculate True and false positives and negatives in a hypothetical
population of 1000 individuals
a. There was no direct evidence comparing the accuracy of a strategy with starting with upper sample and then conducting a lower sample if the upper
sample is negative. Additionally, studies reported test accuracy results but did not report on patient-important and population-important outcomes
based on the results.
b. There is serious unexplained heterogeneity.
Considering the upper vs lower limits of the sensitivity's confidence interval would lead to different clinical decisions. Also, only one study informed
specificity with only 8 patients.
d. Typically seen in patients meeting clinical definition for COVID-19 who were hospitalized.
e. Typically seen in patients meeting clinical definition for COVID-19 who were admitted to intensive care units.
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